
DESARROLLO  Y 
APLICACIONES DE LOS 

MAPAS GENETICOS
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Standard GTG-banded cattle
karyotype

(Courtesy of D. Di Berardino and L. 
Iannuzzi)

ISCNDB (2000). International System for
Chromosome Nomenclature of Domestic

Bovids, 
Di Berardino D., Di Meo G.P., Gallagher, D.S., 

Hayes, H., Iannuzzi, L. (coordinator) (eds). 
Cytogenet Cell Genet 92, 283-299, 2001

In the chromosome complement ofBos taurus
the large X and small Y are both

submetacentric, while the remaining 29 pairs of
autosomes are all acrocentric.
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BOVINO
CROM. 15

BOVINO
CROM. 29

HUMANO
CROM. 11
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• MAPA GENETICO
• MAPA FISICO
• MAPA FUNCIONAL


